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Paracel BLAST Results 



MEGABIAST 1 . 2 , 3-Paracel [2001-11-20] 
Reference ; 

Zheng Zhang, Scott Schwartz, Lukas Wagner, and Webb Miller (2000), 
"A greedy algorithm for aligning DNA sequences", 
J Comput Biol 2000; 7 (1-2 ): 203 -14 . 
Database : Homo_sapiens . latestgp . fa 

26,679 sequences; 200 ,800 , 637 , 119 total letters 

Query= 241id3 

(2853 letters) 



Sequences producing significant alignments: 

AP002986. 2. 1.157963 
AP003459. 2. 1.28000 
■ax.590714 . 27 . 1 . 133512 
AP001599. 1.1. 118241 
AP001598. 1.1. 171038 



Score 


E 


(bits) 


Value 


1899 


0.0 


1528 


0.0 


64 


5e-07 


62 


2e-06 


. 62 


2e-06 



>AP002986. 2. 1.157963 

Length = 157963 



Score = 1899 bits (958), Expect 
Identities = 958/958 (100%) 
Strand = Plus / Plus 



0.0 



Query: 1 atgcttctgctgggcatcctaaccctggctttcgccgggcgaaccgctggaggctctgag 

IIIIIIIIMIIIIIIIIIIIIMIIIIIIIMIIIIIIMMIIIIMIIIIIIIIMI 

Sbjct : 134115 atgcttctgctgggcatcctaaccctggctttcgccgggcgaaccgctggaggctctgag 



60 



134174 



Query: 61 ccagagcgggaggtagtcgttcccatccgactggacccggacattaacggccgccgctac 

IIIIIIIIIMIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIMMIIIIIIilllll 

Sbjct: 134175 ccagagcgggaggtagtcgttcccatccgactggacccggacattaacggccgccgc tac 



120 



134234 



Query: 121 tactggcggggtcccgaggactccggggatcagggactcatttttcagatcacagcattt 

IIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIII 

Sbjct : 134235 tactggcggggtcccgaggactccggggatcagggactcatttttcagatcacagcattt 



180 



134294 



Query: 181 caggaggacttttacctacacctgacgccggatgctcagttcttggctcccgccttctcc 

IIIIMIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIII 

Sbjct : 134295 caggaggacttttacctacacctgacgccggatgctcagttcttggctcccgccttctcc 



240 



134354 



Query: 241 actgagcatctgggcgtccccctccaggggctcaccgggggctcttcagacctgcgacgc 

IIIIIIIIMIIIIIIIIIIIMMIIIIIIIIIIIIIIIIIMIIIIIIIMMIIIil 

Sbjct : 134355 ac tgagcatctgggcgtccccctccaggggctcaccgggggctcttcagacctgcgacgc 



300 



134414 



Query: 301 tgcttctattctggggacgtgaacgccgagccggactcgttcgctgctgtgagcctgtgc 

I II I II I II MM Mill I MINI MM Mill MINI I II II 11 I III IN INI II 



360 
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Sbjct : 134415 tgcttctat tctggggacgtgaacg.ccgagccggactcgttcgctgc tgtgagcctgtgc 134474 
Query: 361 ggggggctccgcggagcctttggctaccgaggcgccgagtatgtcattagcccgctgccc 42 0 

IIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIMIIIIIIIII 

Sbjct: 134475 ggggggctccgcggagcctttggctaccgaggcgccgagtatgtcattagcccgctgccc 134534 
Query: 421 aatgctagcgcgccggcggcgcagcgcaacagccagggcgcacaccttctccagcgccgg 480 

IIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIII 

Sbjct: 134535 aatgc tagcgcgccggcggcgcagcgcaacagccagggcgcacacct tctccagcgccgg 134594 
Query: 481 ggtgttccgggcgggccttccggagaccccacctctcgctgcggggtggcctcgggctgg 540 

IMIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIMIIIIIII 

Sbjct: 134595 ggtgttccgggcgggccttccggagaccccacctctcgctgcggggtggcctcgggctgg 134654 
Query: 541 aaccccgccatcctacgggccctggacccttacaagccgcggcgggcgggcttcggggag 600 

IIMIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIMIIIIMII 

Sbjct: 134655 aaccccgccatcctacgggccctggacccttacaagccgcggcgggcgggcttcggggag 134714 
Query: 601 agtcgtagccggcgcaggtctgggcgcgccaagcgtttcgtgtctatcccgcggtacgtg 660 

IIIMMIIIIIIIIIIIIMIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIII 

Sbjct: 134715 agtcgtagccggcgcaggtctgggcgcgccaagcgtttcgtgtctatcccgcggtacgtg 134774 
Query: 661 gagacgctggtggtcgcggacgagtcaatggtcaagttccacggcgcggacctggaacat 72 0 

IIIIIMIIIIIIIIIIIIIIIIMIIIIIIIIIIIMIIIIIIIIIMMIIIIIMII 

Sbjct: 134775 gagacgctggtggtcgcggacgagtcaatggtcaagttccacggcgcggacctggaacat 134834 
Query: 721 tatctgctgacgctgctggcaacggcggcgcgactctaccgccatcccagcatcctcaac 780 

IIIIIIIIMIIMIIIIIMIIIIIIIIIIIIIIIIMIIIIIIIIMIIIIIIIIIII 

Sbjct: 134835 tatctgctgacgctgctggcaacggcggcgcgactctaccgccatcccagcatcctcaac 134894 
Query: 781 cccatcaacatcgttgtggtcaaggtgctgcttcttagagatcgtgactccgggcccaag 840 

IIIMMIIMIIIIIIMIIMIIIMIIIIIMIIIIIIIMMIIIIMIIMMM 

Sbjct: 134895 cccatcaacatcgttgtggtcaaggtgctgcttcttagagatcgtgactccgggcccaag 134954 
Query: 841 gtcaccggcaatgcggccctgacgctgcgcaacttctgtgcctggcagaagaagctgaac 900 

IIIIIIIIIIIIIIIIIMIMMIIIMIIIIIIIIIIMIIIIMIIIIIIIIIIIII 

Sbjct: 134955 gtcaccggcaatgcggccctgacgctgcgcaacttctgtgcctggcagaagaagctgaac 135014 
Query: 901 aaagtgagtgacaagcaccccgagtactgggacactgccatcctcttcaccaggcagg 958 

IIIIIIIMIIMIIIIIIIIIIMIIIIIIIIMIIIIIMMIMIIIilllllll 

Sbjct: 135015 aaagtgagtgacaagcaccccgagtactgggacactgccatcc tcttcaccaggcagg 135072 



Score = 571 bits (288), Expect = e-160 
Identities = 288/288 (100%) 
Strand = Plus / Plus 

Query: 12 58 ggtgactgcctcctggaccaacccagcaagcccatctccctgcccgaggatctgccgggc 1317 
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IIIIIMIIIIIIIIIIIIIIIIIIIIINIIIIIIIIIIIIIIIIIIMMIIIIIIII 

Sbjct : 147637 ggtgactgcctcctggaccaacccagcaagcccatctccctgcccgaggatctgccgggc 147696 
Query: 1318 gccagctacaccctgagccagcagtgcgagctggcttttggcgtgggctccaagccctgt 1377 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIMIIIIIMIIIIIIIIIII 

Sbjct : 147697 gccagctacaccctgagccagcagtgcgagctggcttttggcgtgggc tccaagccctgt 147756 
Query: 1378 ccttacatgcagtactgcaccaagctgtggtgcaccgggaaggccaagggacagatggtg 1437 

IIMIIIIIIIMIIIIIIMIIIIIIMIIIIIIIIIIIIIIIIIIIIIiMIIIIIII 

Sbjct : 147757 ccttacatgcagtactgcaccaagctgtggtgcaccgggaaggccaagggacagatggtg 147816 
Query: 143 8 tgccagacccgccacttcccctgggccgatggcaccagctgtggcgagggcaagctctgc 1497 

IIIIMIIIIIIIIIIIIIIIIIIIMIIIIIIIIIMIIMIMMMIIIIIIMIM 

Sbjct : 147817 tgccagacccgccacttcccctgggccgatggcaccagc tgtggcgagggcaagctctgc 147876 
Query: 1498 ctcaaaggggcctgcgtggagagacacaacctcaacaagcacagggtg 1545 

MIIIIIIIIIIIMIIIIIIMIIIMMMIIIIIIIIIIIII1II 

Sbjct : 147877 ctcaaaggggcctgcgtggagagacacaacctcaacaagcacagggtg 147924 



Score = 371 bits (187), Expect = 2e-99 
Identities = 187/187 (100%) 
Strand = Plus / Plus 

Query: 1719 agcctccggaaagagcttccgggaggagcagtgtgaggctttcaacggctacaaccacag 1778 

IMIIIIIIMIillllllllMIIIIMIIIIIIIIIIIIIIIIIIIIMIMIIIIII 

Sbjct : 156059 agcctccggaaagagcttccgggaggagcagtgtgaggctttcaacggctacaaccacag 156118 
Query: 1779 caccaaccggctcactctcgccgtggcatgggtgcccaagtactccggcgtgtctccccg 1838 

IIIIIIIIIIIIMMIIIMIIIMIIIMIIIIMIIMIIIIIMIIIIIIIIIIII 

Sbjct : 156119 caccaaccggctcactctcgccgtggcatgggtgcccaagtactccggcgtgtctccccg 156178 
Query: 1839 ggacaagtgcaagctcatctgccgagccaatggcactggctacttctatgtgctggcacc 1898 

IIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIII 

Sbjct : 156179 ggacaagtgcaagctcatctgccgagccaatggcactggctacttctatgtgctggcacc 156238 

Query: 1899 caaggtg 19 05 
I I I I I I I 

Sbjct: 156239 caaggtg 156245 . 



Score = 355 bits (179), Expect = le-94 
Identities = 179/179 (100%) 
Strand = Plus / Plus 

Query: 1901 aggtggtggacggcacgctgtgctctcctgactccacctccgtctgtgtccaaggcaagt 1960 

IIIIIIIIIIIMIIIIMIIIIIIIMMIIIIMMMIIIIIIIIIMIMMMII 

sbjct: 156347 aggtggtggacggcacgctgtgctctcctgactccacctccgtctgtgtccaaggcaagt 156406 
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Query: 1961 gcatcaaggctggctgtgatgggaacctgggctccaagaagagattcgacaagtgtgggg 2020 

IIIIIIIIIMIIMIIIIIIIIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIIIIII 

Sbjct : 156407 gcatcaaggctggctgtgatgggaacc tgggc tccaagaagagattcgacaagtgtgggg 156466 
Query: 2 021 tgtgtgggggagacaataagagctgcaagaaggtgactggactcttcaccaagcccatg 2079 

IIIIIIIIIIIMMIIIIIIIIIIIMIIMIIIIIIIIIIIIIIIIIIIIIIIIIII 

Sbjct : 156467 tgtgtgggggagacaataagagctgcaagaaggtgactggactcttcaccaagcccatg 156525 



Score = 355 bits (179), Expect = le-94 
Identities = 183/184 (99%), Gaps = 1/184 (0%) 
Strand = Plus / Plus 

Query: 1537 cacagggtggatggttcctgggccaaatgggatccctatggcccctgctcgcgcacatgt 1596 

MM MMMMMMMMMMMMMMMMMMMMMMMMMMMI 

Sbjct: 154398 caca-ggtggatggttcctgggccaaatgggatccctatggcccctgc tcgcgcacatgt 154456 
Query: 1597 ggtgggggcgtgcagctggccaggaggcagtgcaccaaccccacccctgccaacgggggc 1656 

MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 

Sbjct: 154457 ggtgggggcgtgcagctggccaggaggcagtgcaccaaccccacccctgccaacgggggc 154516 
Query: 1657 aagtactgcgagggagtgagggtgaaataccgatcctgcaatctggagccctgccccagc 1716 

MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 

Sbjct: 154517 aagtactgcgagggagtgagggtgaaataccgatcc tgcaatctggagccc tgccccagc 154576 
Query: 1717 tcag 1720 

MM 

Sbjct: 154577 tcag 154580 



Score = 339 bits (171), Expect = 6e-90 
Identities = 171/171 (100%) 
Strand - Plus / Plus 

Query: 1090 ggccacgtgttcaacatgccccatgacaatgtgaaagtctgtgaggaggtgtttgggaag 1149 

MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 

Sbjct: 147227 ggccacgtgttcaacatgccccatgacaatgtgaaagtctgtgaggaggtgtttgggaag 147286 
Query: 1150 ctccgagccaaccacatgatgtccccgaccctcatccagatcgaccgtgccaacccctgg 1209 

MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 

Sbjct: 147287 ctccgagccaaccacatgatgtccccgaccctcatccagatcgaccgtgccaacccctgg 147346 
Query: 1210 tcagcctgcagtgctgccatcatcaccgacttcctggacagcgggcacggt 1260 

MMMMMMMMMMMMMMMIMMMMMMMMMM 

Sbjct : 147347 tcagcc tgcagtgctgccatcatcaccgac ttcctggacagcgggcacggt 147397 



Score = 278 bits (140) , Expect = 2e-71 
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Identities = 143/144 (99%) 
Strand = Plus / Plus 

Query : 948 caccaggcaggacctgtgtggagccaccacctgtgacaccctgggcatggctgatgtggg 1007 

MM MMMMMMMMMMMMMMMMMMMMMMMMMMMI 

Sbjct : 146620 cacccggcaggacctgtgtggagccaccacctgtgacaccctgggcatggctgatgtggg 146679 
Query: 1008 taccatgtgtgaccccaagagaagctgctctgtcattgaggacgatgggcttccatcagc 1067 

MMMMMMMMMMIMMMMMMMMMMMMMMMIMMMM ' 

Sbjct : 146680 taccatgtgtgaccccaagagaagc tgctctgtcattgaggacgatgggcttccatcagc 146739 
Query: 1068 cttcaccactgcccacgagctggg 1091 

MMMMMMMMMMMM 

Sbjct: 146740 cttcaccactgcccacgagctggg 146763 



>AP003459. 2. 1.28000 

Length = 28000 

Score = 1528 bits (771), Expect = 0.0 
Identities = 774/775 (99%) 
Strand = Plus / Plus 

Query: 2079 gcatggctacaatttcgtggtggccatccccgcaggcgcctcaagcatcgacatccgcca 2138 

MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 

Sbjct: 3473 gcatggctacaat ttcgtggtggccatccccgcaggcgcctcaagcatcgacatccgcca 3532 
Query: 2139 gcgcggttacaaagggctgatcggggatgacaactacctggctctgaagaacagccaagg 2198 

MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 

Sbjct : 3533 gcgcggttacaaagggc tgatcggggatgacaactacctggctctgaagaacagccaagg 3592 
Query: 2199 caagtacctgctcaacgggcatttcgtggtgtcggcggtggagcgggacctggtggtgaa 2258 

MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 

Sbjct : 3593 caagtacc tgctcaacgggcatttcgtggtgtcggcggtggagcgggacctggtggtgaa 3652 
Query: 2259 gggcagtctgctgcggtacagcggcacgggcacagcggtggagagcctgcaggcttcccg 2318 

MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 

Sbjct : 3653 gggcagtctgctgcggtacagcggcacgggcacagcggtggagagcctgcaggcttcccg 3712 
Query: 2319 gcccatcctggagccgctgaccgtggaggtcctctccgtggggaagatgacaccgccccg 2378 

MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 

Sbjct : 3713 gcccatcctggagccgc tgaccgtggaggtcctctccgtggggaagatgacaccgccccg 3772 
Query: 2379 ggtccgctactccttctatctgcccaaagagcctcgggaggacaagtcctctcatcccaa 2438 

MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 

Sbjct : 3773 ggtccgctactcct tctatctgcccaaagagcctcgggaggacaagtcctctcatcccaa 3832 
Query: 2439 ggacccccggggaccctctgtcttgcacaacagcgtcctcagcctctccaaccaggtgga 2498 

MMMMMMMMMMMMMMMMIMMMMMMMMMMMMMI 
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Sbjct: 3833 ggacccccggggaccctctgtcttgc^acaacagcgtcctcagcctctccaaccaggtgga 3892 
Query: 2499 gcagccggacgacaggccccctgcacgctgggtggctggcagctgggggccgtgctccgc 2558 

IIIIIIIIMIIMIIMIIIIIIIIIIIIIIIIIMIIIIIIIMIIIIIIIIIIIMI 

Sbjct: 3893 gcagccggacgacaggccccctgcacgctgggtggctggcagctgggggccgtgctccgc 3952 
Query: 2559 gagctgcggcagtggcctgcagaagcgggcggtggactgtcggggctccgccgggcagcg 2618 

IIIIIIIIIIIIIIIMMIIIIIIIIIIIIIIIIIIII IIIIIMIIIMIIIIIIII 

Sbjct : 3953 gagctgcggcagtggcctgcagaagcgggcggtggactgccggggctccgccgggcagcg 4012 



Query : 
Sbjct : 



2619 cacggtccctgcctgtgatgcagcccatcggcccgtggagacacaagcctgcggggagcc 2678 

iiiiillllllllliiilllliiiilllllllllllllllllliliiillllliiiiiii 

4013 cacggtccctgcctgtgatgcagcccatcggcccgtggagacacaagcctgcggggagcc 407 2 



Query: 2 679 ctgccccacctgggagctcagcgcctggtcaccctgctccaagagctgcggccggggatt 273 8 

IIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMIMIIMIIIIIIIIIIIIIIIIIIII 

Sbjct : 4073 ctgccccacctgggagctcagcgcctggtcaccctgctccaagagctgcggccggggatt 4132 

Query: 2739 tcagaggcgctcactcaagtgtgtgggccacggaggccggctgctggcccgggaccagtg 2798 

IIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIilllllllllllllllllll 

Sbjct: 4133 tcagaggcgctcactcaagtgtgtgggccacggaggccggctgctggcccgggaccagtg 4192 



Query: 2799 caacttgcaccgcaagccccaggagctggacttctgcgtcctgaggccgtgctga 2853 

IIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIII 

Sbj ct : 4193 caacttgcaccgcaagccccaggagctggacttctgcgtcctgaggccgtgc tga 4247 



Score = 371 bits (187), Expect = 2e-99 
Identities = 187/187 (100%) 
Strand = Plus / Plus 



Query: 1719 agcctccggaaagagcttccgggaggagcagtgtgaggctttcaacggctacaaccacag 1778 

IIIIIIIIIIIIIIIIMIIIIIIIIIIIMIIMIIIIIilllllllllllllllllll 

Sbjct: 1344 agcctccggaaagagcttccgggaggagcagtgtgaggctttcaacggctacaaccacag 1403 
Query: 1779 caccaaccggctcactctcgccgtggcatgggtgcccaagtactccggcgtgtctccccg 183 8 

IIIIIIIIIIIMIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIMMIIIIIII 

Sbjct : 1404 caccaaccggctcactctcgccgtggcatgggtgcccaagtactccggcgtgtctccccg 1463 
Query: 1839 ggacaagtgcaagctcatctgccgagccaatggcactggctacttctatgtgctggcacc 1898 

IIIMIIIIIIIIIMIIilMlillMIIIIIIIIIIIIIIIIIIMIIIIIIIIIIII 

Sbjct : 1464 ggacaagtgcaagctcatctgccgagccaatggcactggctacttctatgtgctggcacc 1523 



Query: 1899 caaggtg 1905 

lllllll 

Sbjct: 1524 caaggtg 1530 
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Score = 355 bits (179), Expect = le-»-94 - 
Identities = 179/179 (100%) 
Strand = Plus / Plus 



Query: 1901 aggtggtggacggcacgctgtgctctcctgactccacctccgtctgtgtccaaggcaagt 1960 

IIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIMIIIIIIIIIMIilllMIMM 

Sbjct: 1632 aggtggtggacggcacgctgtgctctcctgactccacctccgtctgtgtccaaggcaagt 1691 
Query: 1961 gcatcaaggctggctgtgatgggaacctgggctccaagaagagattcgacaagtgtgggg 2020 

II II Mill II IIIIIMII I III Mill I II III Ml III II Ml MM I II MM III 

Sbjct : 1692 gcatcaaggctggctgtgatgggaacctgggctccaagaagagattcgacaagtgtgggg 1751 



Query: 2021 tgtgtgggggagacaataagagctgcaagaaggtgactggactcttcaccaagcccatg 2079 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIII 

Sbjct: 1752 tgtgtgggggagacaataagagctgcaagaaggtgactggac tcttcaccaagcccatg 1810 



>AL5907 14. 27. 1.133512 

Length = 133512 

Score = 63.9 bits (32), Expect = 5e-07 
Identities = 59/68 (86%) 
Strand = Plus / Minus 



Query: 955 caggacctgtgtggagccaccacctgtgacaccctgggcatggctgatgtgggtaccatg 1014 

llllllllllllllll I MM II Mill Mill llllllllllllll III I 

Sbjct : 51486 caggacctgtgtggagtctccacttgcgacacgctgggtatggctgatgtgggcaccgtc 51427 



Query: 1015 tgtgaccc 1022 

llllllll 
Sbjct: 51426 tgtgaccc 51419 



>AP001599. 1.1. 118241 

Length = 118241 

Score = 61.9 bits (31), Expect = 2e-06 
Identities = 43/47 (91%) 
Strand = Plus / Minus 



Query: 1839 ggacaagtgcaagctcatctgccgagccaatggcactggctacttct 1885 

Mill IIIIIIIIMIMMII llllll MM lllllllllll 

Sbjct: 42122 ggacaggtgcaagctcatctgccaagccaaaggcattggctacttct 42076 



Score =48.1 bits (24), Expect = 0.031 
Identities = 30/32 (93%) 
Strand = Plus / Minus 



Query: 1450 cacttcccctgggccgatggcaccagctgtgg 1481 
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1 1 II I II I Mill 1 1 II I II UN II MM 

Sbjct: 42840 cacttcccgtgggcggatggcaccagctgtgg 42809 



>AP001598.1.1.17103 8 

Length = 171038 

Score = 61.9 bits (31), Expect = 2e-06 
Identities = 43/47 (91%) 
Strand = Plus / Minus 



Query: 1839 ggacaagtgcaagctcatctgccgagccaatggcactggctacttct 1885 

IIIM lllllllllllllllll IIMII MM IlillllllM 

Sbjct: 163850 ggacaggtgcaagctcatctgccaagccaaaggcattggctacttct 163804 



Score = 48.1 bits (24), Expect = 0.031 
Identities = 30/32 (93%) 
Strand = Plus / Minus 



Query: 1450 cacttcccctgggccgatggcaccagctgtgg 1481 

IIIMIII Mill IIIIIIIIIIIIIIIM 

Sbjct: 164568 cacttcccgtgggcggatggcaccagctgtgg 164537 



Database : Homo_sapiens . latestgp . fa 

Posted date: Jul 8, 2003 12:51 PM 
Nuitiber of letters in database: 200,800,637,119 
Number of sequences in database: 26,679 



Lambda K H 

1.37 0.711 1.31 

Gapped 

Lambda K H 

1.37 0.711 1,31 



Matrix: blastn matrix: 1 -3 

Gap Penalties: Existence: 0, Extension: 0 

Number of Hits to DB: 0 

length of query: 5708 

length of database: 200,800,637,119 

effective HSP length: 22 

effective length of query: 2831 

effective search space used: 0 

T: 0 

A: 0 

XI: 0 ( 0.0 bits) 
X2: 20 (39.6 bits) 
SI: 12 (24.3 bits) 
S2: 24 (48.1 bits) 
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